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74 HARBOUR PORPOISE WHOLE GENOMES

ACROSS THE NORTH ATLANTIC

(MAPPED ONTO OWN REFERENCE GENOME)
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POPULATION STRUCTURE

– 72 UNRELATED PORPOISES (TWO CLOSE KIN SPECIMENS REMOVED)
WHOLE GENOMES



Genome assembly and ddRAD (11,978 SNPs)

• NOS more distinct than IBS?

• 13,5ºE IBS border

• Very few (only 3) samples from Baltic Proper  

• Whole genome assembled Kattegat porpoise: 2.39 Gb in 13,498 scaffolds

• Genome annotated: 22,154 predicted coding genes
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